In the title compound, C 19 H 17 ClN 2 O 2 , the pyrazole ring is almost planar with a maximum deviation of 0.009 (3) Å and makes a dihedral angle of 8.96 (9) with the oxazine ring. The dihedral angles between the pyrazole ring and the chlorineand methoxy-substituted benzene rings are 50.95 (8) and 13.24 (9) , respectively. An intermolecular C-HÁ Á ÁN hydrogen bond links the molecules into infinite chains along the a axis. The crystal structure is further stabilized by C-HÁ Á Á interactions. Table 1 Hydrogen-bond geometry (Å , ).
Related literature
Cg1 and Cg2 are the centroids of the N1,N2,C8-C10 and C14-C19 rings, respectively. Data collection: APEX2 (Bruker, 2007); cell refinement: APEX2 (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXTL (Sheldrick, 2008). nd 13.24 (9)°, respectively. Regarding the packing structure of compound (I), the C11-H11B···N1 hydrogen bond self-assembles the molecules into C(5) chains parallel to the a axis. Moreover, the structure is consolidated by C-H···π interactions between the aforementioned chains.
Experimental
To a 100 ml round-bottomed flask equipped with a magnetic stirrer, 1-(4-chlorophenyl)-2-(5-(hydroxymethyl)-3-(4-methoxyphenyl)-1H-pyrazol-1-yl)ethanol (1.0 mmol) and 50% H 2 SO 4 (3 drops) in 35 ml toluene were charged. The flask was stirred and heated at reflux for 4 h, until TLC indicated the end of the reaction. Solvent was removed and the resulting residue was partitioned with water and ethyl acetate. The organic layer was washed successively with brine and water and dried over MgSO 4 , then evaporated under reduced pressure to give a residue. Compound (I) was obtained without further purification in 84% yield. Crystals of (I) suitable for X-ray diffraction were obtained by slow evaporation of a solution of the solid in ethanol at room temperature for 3 days.
Refinement
All the H atoms were positioned in their idealized geometries with C-H = 0.93-0.97Å and were refined using a riding model with U iso (H) = 1.5Ueq for methyl groups and with U iso (H) = 1.2Ueq for others. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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Cg1 and Cg2 are the centroids of the N1,N2,C8-C10 and C14-C19 rings, respectively. 
